INTRODUCTION
The production of pickled plums made with reduced salt and seasoned with "Umami" seasoning, and honey has increased with a rising consumer interest in health. Regarding food sanitation, low-salt plums containing less than 100 g/kg NaCI tend to be contaminated by salt-tolerant yeasts. The sanitary super-vision of production lines and quality control of products are always essential.
Clarification of the stage of contamination in these lines is desired promptly for the prevention of microbial contamination when the pickled plums are contaminated with yeast. However, conventional methods, morphologic features, and physiological and biochemical properties give ambiguous information to distinguish the isolates and require a lot of time (Arias et al., 2002) . On the other hand, the identification and typing of microbes using gene analysis techniques is becoming more common. In the food industry, these techniques are applied to detect yeasts in wine (Comi et al., 2000; Guillamon et al., 1998; Pramateftaki et al., 2000; Querol et al., 1992) , cheeses (Andrighetto et al., 2000; Romano et al., 1996; Suzzi et al., 2000) , sausages (Cocolin et al., 2006) , carbonated orange juice (Pina et al., 2005) , and other food (Foschino et al., 2004 1-b) . The DNA fraƒÊment patterns were classified into four groups. Group Nos.1, 3, and 4 were of strains 51, S7, and S8, respectively. The DNA band pattern of strain S2 was the same as those of strains S3, S4, S5, and S6, so they were classified into Group No.2 (Table  1) . Similar classification results were obtained from two independent trials of RAPD analysis using different primers. From the 20% (w/v) NaCI salted plums, no yeast growth was observed on PDB containing 3% (w/v) NaCI, nor on the PDA plate containing 6% (w/v) NaCI. Four strains were isolated from the raw, nonsalted plums using the same methods, while their DNA banding patterns on RAPD analysis differed with those of isolates from contaminated pickled plums. A number of yeasts were also detected from production lines by the swab method. These results show that contaminating yeasts might be derived from the production lines in the factory, and not from the raw, nonsalted plums.
Yeasts of each group classified by RAPD analysis (a)
FIG. 1. RAPD analysis of yeasts isolated from pickled plums. Two primers, Ra-1 (a) and Ra-2 (b), were used. Lanes 1 to 8 are isolated yeasts. M is the molecular standard, 100-bp DNA Ladder. were identified by the partial 26S rRNA gene sequences of the D1/D2 regions. The sequences from strains S1 and S7 selected from Group Nos. 1 and 3, and were related to the sequence of Candida apicola NRRL Y-2481 (accession No.U45703), showing 99.6% homology. Strains S2 and S8 from Group Nos.2 and 4 were related to Zygosaccharomyces bisporus NRRL Y-12626 (U72162, 100%) and to Pichia subpelliculosa NRRL Y-1683 (U74593, 99.8%), respectively ( Table 1) . Genera of Candida, Pichia, and Zygosaccharomyces were typical salttolerant yeasts which form films at the surface of soy sauce and miso in fermentation tanks (Betts et al., 1998; Suezawa et al., 2006; Yajima et al., 1998) . There have been few reports on the isolation of yeasts contaminating pickled plums, however, genera of Kloeckera, Candida, Pichia, and Debaryomyces have been isolated from Ume-zuke by Onda et al. (1997) . They reported the contamination of the salted plums by salt-tolerant yeasts. We also isolated the similar genera Candida and Pichia from seasoned pickled plums. The salted or seasoned plums are thought to be contaminated by those salt-tolerant yeasts at a fairly high frequency at some factories. A disinfection process involving a numerical reduction 
